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Expression and clinical significance of miRNA-154 in cutaneous
squamous cell carcinoma

LIANG Xiaohong, LIU Yayan, LUO Wenhui, TANG Limei
(Department of dermatology, Zhuzhou Central Hospital, Zhuzhou, 412000, Hunan, China)

Abstract: Objective To analyze the expression level of miRNA-154 in cutaneous squamous cell carcinoma (CSCC)
and its clinical significance in the development of CSCC. Methods RT-PCR and in situ hybridization were used to detect
the expression of miRNA-154 in 98 cases of CSCC and 60 cases of normal skin. All the patients were followed up for 5
years, and the survival rate of the patients were counted and summarized. The relationship between the expression level of
miRNA-154 and the prognosis of CSCC patients was further analyzed. Results The relative expression of miRNA-154 in
CSCC tissues (0.57+0.09) was significantly lower than in normal tissues (1.56+0.02) (P<0.001). The average optical density
of miRNA—-154 expression in CSCC tissues (63.26+10.08) was significantly lower than in normal tissues (109.56+30.05)
(P<0.001). The lower the level of miRNA—-154 expression was in CSCC tissues, the higher the clinical stage, the lower the
tumor differentiation, and the more prone to lymphatic metastasis (P<0.05). The overall survival rate of patients with high
expression of miRNA—154 was significantly higher than that of patients with low expression of miRNA-154 (41.9 months
vs. 31.4 months, P<0.001). Cox regression analysis showed that the low expression of miRNA—-154, low tumor differentia-

tion, high clinical stage, and lymphatic metastasis were related to the prognosis of death in patients with CSCC (P<0.05).
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Conclusion miRNA-154 is an important tumor suppressor gene in the occurrence and development of CSCC. The expres-

sion of miRNA~-154 showed a negative relationship with tumor differentiation, and a positive relationship with the clinical

stage, lymphatic metastasis and survival rate of CSCC patients. miRNA-154 may be a potential target for anti—tumor bio-

therapy of CSCC.
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ISEED S BEAERIE R , miRNA 1] H 32 501
R Z AR R B an s WA B R E LA R 4
oAk HEFE DL R PR T A A ARk ok B2 1Y
5% % I, miRNA 5 CSCC 1) & 4= Fl &k JR A k),
Chen 251 % 31, miRNA-154 7] L) # [5] WHSC1 5[
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RaFEFI422% , 4278 miRNA-154 7] BEAE R e H &
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T 9814l CSCC £H 24 b miRNA-154 1) 3 3k K - Je o 5
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1 ABSH®

1.1 — AR ARRR RS e
F 3% e I JRi BL Y CSCC 3, 52 I [R) S 2013 4F
5 H—201545 A L9 A o8 il i . AdliE

A5G 57 191 5V FR R 41 B Lo s AR AR 18~
87 % Z[a], PAAERE J(57.23+6.01) % ;CSCC KA T
SR 32 451] T 5 26 151 L Sk R 40 1] 5 S Ik L 25 A F
7% 24 ) 5 I R4 177 T 027491 L 1149 18 451 | T JA 36
B VI 1701 st FARBCHERRA . PASRIIE:
25 Ifi TR X2 F 5 B 21 4024 46 I J5 B 120 CSCCs A
Y T A AL A2 1L T AT 5 G R BERL 588 . 60 191 1E
B R SR AT 5 A RHE R B R R
HoAr LG 25 il Lo PR RN 35 1 B Pk AR IR I 19~86 %
ZIa], AR (58.01+5.96) %5 5 Hirh 24 15 5 % Bt
SLERARAS , 16 1] £ WU ERAR A, 20 1] £ 25 BT
A, THZH B R L OB, 22 RS 7 i
S(P>0.05) , a] AT AT b . FFA S AL X}
AU FE 5 5T N2 4 NG 0 T fige 3 4 ) 352
HE RIS AR RS A L.

1.2 A&

121 RT-PCR HMHEARIIIS0 mg A V2 R 40
ZUIEAT RIS b B R AR ) L A 1 mL TRIzol 3 51
(AR 2 R R A BR A 7)) $EHUE RNA 3355 5%
J& BEFT PCR, K 41 40 miRNA-154 (9335 . 514
FFONIE LR 1. BN ARDEL 3K, RT-
PCR J IV £5 140« AR 95 °C 30 s3 PCR L 95 °C
55,60 °C 30 s, 40 MG

1.2.2 miRNA-154 [R i 2235 3% UM 5 A 3 2
U, I ORI B R 2B AT TR Eh P
SRS TR e il 4% 28 2 h, LA miRCURY
A% R R (36 [ Sigma 2 ) AR iC T 1R L 5 o
(1:500) ,4 CHFE L& o BAEXT RE A Scrambled
LNA probes. H PBS Z& ihif v 3k , Fifi J= 75 5 25 b
AT, E IR E 24 ho A2 WU R K Bk

%1 RT-PCR 3|47
Tab. 1 Primers sequence of RT—PCR

HA F#31 RS
miRNA-154 iR 5'-UAGGUUAUCCGUCGUGUUGCCUUGC-3 124
T 5'-AAGGCAACACGAUAACCUAUU-3'
B-actin i 5'~ATCGTCGCGGACATCAAGG-3' 137
T 5'-TCGTTGCCGATGGTGATAC-3'
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Relative expression of miRNA-154

(=}

IEH AR
B1 miRNA-154 % CSCC 41 470 IE % 41 4L # 1 K 3k (+P<
0.001)
Fig. 1 Expression of miRNA-154 in CSCC and normal tissues
(*P<0.001)

2.2 BEAIZZEM I miRNA-154 7 CSCC 2R FN
EEHARERIE miRNA-1547E CSCCH L FIIE
WA AT ik, miR-154 BH 323K E 7 T4 e
KN, CSCCZH4 R miRNA—-154 235 10726 % i
B A T OE #2421 [ (63.26£10.08) vs. (109.56+
30.05), P<0.001](F2),

2.3 miRNA-154 ®ix/KF 5 CSCC & I R fRiE
FEMEXYE HEENERGSS S <55%) M
SR L) RN em >5 em) RE LR EE

(/o A6 IR C T/ VT/IV) ik e
gERER (2 15 ) 5 CSCC B4 miRNA-154 ik /K-
HEAFAHOCAT T, 25 S B | g o AL AR I PR 4340
W5 R 5 miRNA-154 FEAFELEA M, miRNA-
154 FRIR AT REAG , DLl PR 43 301 A ey o e o3 AL
AR, [ B G R R A R (<
0.05)(#%2),

" LNA miRNA-IS4ERAA
7 : HEX200; Scale bar #r R =50 mm; LNA: 45 #% B
Note: HEX200; Scale bar=50 mm; LNA: locked nucleic acid.
K2 miRNA-154 78 CSCC 4 4 An IE % 41 44 ¥ By k&
Fig. 2 Expression of miRNA-154 in CSCC and normal tissue

#2 miRNA-154 £k K-F 5 CSCC &4
s PR T2 45 AE # AR K M 5 A
Tab. 2 Correlation analysis between miRINA—154 expression

level and clinicopathologic features of CSCC patients

WGRpHRASE B SE P OR 95% CI
P51 -0.092 0.488 0.85 0.912 0.351~2.372
FE/% -0.818 0.627 0.192  0.441 0.129~1.508

JRg A/ Mem  0.058 0.649 0929  1.06  0.297~3.783

AL REEE 2.054 0.745 0.006 7.799 1.812~33.563
AR 1.931 0578 0.001 6.898 2.223~21.399

WhELEEEFR 2596 0.681 <0.001 13.405 3.532~50.875

24 miRNA-1M4 RIEKEEREELEEFHNXER
miRNA-154 R KB A B E LA R 314401, =3k
KR A9 A ERA ST EE X5 (P<0.001)
(F3) o 2R FH Cox [R1 AR 8 X5 52 M 3 10 ) TR 2%
AT, 45 2 0], miRNA-154 ik 321k (HR=4.158,
95% CI=2.301~8.586, P<0.001) . ik 73 1k (HR=1.713,
95% CI=1.026~3.132, P=0.035) . /& Ilfi JK 43 3 (HR=
2.254, 95% CI=1.369~4.109, P=0.002) itk [ 4555 7%
(HR=3.268, 95% CI=1.742~7.360, P=0.002) 5 CSCC
BET TG A K (F3).

3 it

CSCC /& WA AR 78 (0 508 B R , &0 R A
BT R Z B IR IR YT CSCC 7 i £ 2 A
FARIGIT S IR AR R TR LA

=793 -



JifRE 242 2022 4F 12 A 45 12 555 6 1)
Anti—tumor Pharmacy, December 2022, Vol. 12, No.6

High miRNA-154 expression

Cum survival

Low miRNA-154 expression

0
024
—+ 0-censored
-+ 1-censored
0.0 1 Log rank test, P<0.001
0 10 20 30 40 50 60

Time/month
B3 miRNA-154 Rk AP 5 B # EHRAEFRNX R
Fig. 3 Relationship between miRNA-154 expression level

and overall survival rate of patients
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1228 LA TS B AT . miRNA-154 78
CSCC A AE FH E i e A7 e il 2835 1m0 it 1 B A A
KCHR , B — RS AARIMIFFE . ASBFFERIN T 98 4]
CSCC A1 miRNA-154 [l 315, 45 /R CSCC 4]
UHNIE 41 4 b miRNA-154 4 X% 26 3k 840 9 0
(0.57+0.09) F11(1.56+0.02) , 22 3 H G i -7 L (P<
0.001) 5 JF A3 Z 28 A I 285 SR [A] B 7R, miRNA-154

TE CSCCH AU 1y Rk & T IE# [ ka1 8, $R
miRNA-154 5 %35 5 CSCC W & A4 %, 5 BRAE0F
SERAE, [ B IE B T miRNA-154 76 CSCC H B A 12
Wr i A -

AWFIE R, miRNA-154 5 Igd 0 AL TR Il
PR kA5 5 R A G, R IR /K P BRATG, DUl PR
A3 R R o AR R ERAIG, R RS S e AR T
B 45 5 % |, Kaplan—Meier 73 #7145 3% 1 — 20 UE B,
miRNA-154 ik & ik 8 # 09 A4 77 00 A 1 0
miRNA-154 7] i i # [51] mRNA (1) 3" 35 B 15 X 17 17
VAL 2235, 2 5 MR 40 9 A= A 1 30, Tian
AU S AN S IR S, 3 #R3K miRNA-154 R
TGN B IR T8 A R A 3G Bl RS RN (R 28, I 4
il E2F % 5% R 7 5 BH iy 40 i J5 49, 3E 5K T miRNA-
154 (9 I M E R . Geng 251 & 3, miR-154-5p
Z IncRNA /IMZA~ RNA 15 F2 3P 11 59 #0 1a] 67 3 4%
0550 i 52 o 968 A M A 3G B AR ZB RN AL . Kai S
INIESE, T 8 miR—154 35 RE A2 #E A 45 B Ji 1) ik
JE . FIRBFIE I miR—154 EAG Mg 41440 X7 1
YER, SABE 4516 BA [F Btk . IRl A58
K B, miRNA-154 Ik & ik (HR=4.158, 95% CI=
2.301~8.586, P<0.001)5 CSCC & IET-HE A K,
HE— 2 3IE 52 miRNA-154 76 CSCC H iy /E T, U W
miRNA-154 HAVE K CSCCIAYTHE S BRI M

AR FEAFAE LA T Jy B AL 50HF T miRNA-154
55 CSCC 3 1 R g B AR AT 1 OC 2R, T AR A
I miRNA-154 2 &5 () #2358 , miRNA-154 % CSCC
KA J ) BARHLE 75 2Rk i — D 0F 95 1
Ab A AR R AR ST 1) SR FRPE 2 —

25 | FT ik, miRNA-154 J& CSCC & 1k & i 72
Hh R ) B PR, HL R TR KT T e AR 14 1 R
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Tab. 3  Univariate and multivariate analysis of factors affecting the prognosis of death of CSCC patients

s B B RS Cox Z I Z /3 Ht

HR 95% CI P HR 95% CI P
miRNA-154 (IR KK vs. R K IK) 5.421 3.021~10.005 <0.001 4.158 2.301~8.586 <0.001

5 (5 vs. 2 1.452 0.865~2.310 0.105 — — —

A (<55 % vs. >55 %) 0.932 0.521~1.565 0.754 — — —

JifgE K /N(<S em vs. >5 ¢m) 1.305 0.834~2.004 0.220 — — —
AR (T ok vs AR5 E) 2.403 1.403~4.390 0.004 1.713 1.026~3.132 0.035
RS C T /T vs. T/IV) 3.369 1.932~4.268 <0.001 2.254 1.369~4.109 0.002
W LS55 R G ws. 75) 4.421 2.013~9.001 <0.001 3.268 1.724~7.360 <0.001
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