IR 22 2022 4F 12 H 5 12 3555 6 1)
Anti-tumor Pharmacy, December 2022, Vol. 12, No.6

I Z23

(YR B
DOI: 10.3969/].issn.2095—1264.2022.06.12
NEHS: 2095-1264(2022)06—0759—08

LINC00094 #E [@) miR—19b % JE 7]\ 2 B fii J2 12452
EZHXMFERRE S FHLH

Ak, R ok, FAR"
(&9 FRkE B SN, *FRE, LA I, 276300)

WE. BRY  #R3TLINC00094 3T 3E > 20 A A549 20 3§74 A = it 4 a2 e a R EAE RALE . ok %
pcDNA3.1, pcDNA3.1-LINC00094 . si—-NC . si—LINC00094 #% % Z 3 /] 48 &L Jif J& A549 20 & ¥ ; ¥ pcDNA3.1-
LINC00094 %~ #] 5 miR—NC ., miR—19b # % £ A549 %8 f& ¥ , 4 ) 42 & pcDNA3.1-LINC00094+miR —NC £ |
pcDNA3.1-LINC00094+miR—19b 28, R S B 5 & E & PCR A& LINC00094 F= miR —19b & ik K-F 5 R A & & A
B3 M 2 R B R & Ao B TR A KR R R v W ORAB Rk 300 &3 R K AR e Transwell 45 A0 2n
Ja3G s AT R AR R A IR L AR LINC00094 5 miR—19b fded % & . 58 LINC00094
JE AR AL P AR KA, 3T A LINCO00094 7T A& A549 2 il £ 7 2 | 5t 34 aa i £ 45 422 (P<0.05) , AR A 48
R &G F K ARF R E(P<0.05), LINC0O0094 ¥2 167845 miR —19b, iF & 3£ miR —19b 7T i# 4% LINC00094 & A549 %
MIGFE A AR5 0 IR R Ao xt an B TR AR AR R . Z518 LINCO00094 3T $ei& 37 5] miR —19b 9 &k, A 39
) AS49 an ey 3G sE T A e dR

FEEEIF . LINC00094; miR—19b; 3E /N 2m Joili e ; 35985 4645

hESES. R7342 XEAFRIZAD: A

Inhibitory effects of LINC00094/miR-19b axis on proliferation and
invasion of non—small cell lung cancer and its mechanism

XING Jiagiang', ZHANG Bo?, XIN Bengiang'
('Thoracic Surgery Department, *Operation Room, Linyi Cancer Hospital, Linyi, 276300, Shandong, China)

Abstract: Objective To investigate the effects of LINC0O0094 on the proliferation, apoptosis, migration and invasion of
non—small cell lung cancer A549 cells and its mechanism. Methods pcDNA3.1, pcDNA3.1-LINC00094, si—-NC and si—
LINC00094 were transfected into AS549 cells, respectively. pcDNA3.1-LINCO0094 was transfected into A549 cells
respectively with miR-NC and miR-19b. Real-time quantitative PCR was used to detect the expressions of LINC00094 and
miR-19b; Western blotting was adopted to detect cyclin— and apoptosis—related protein markers; methyl thiazolyl tetrazolium
(MTT), flow cytometry and Transwell assays were utilized to test the viability, apoptosis, invasion and migration of A549 cells,
respectively. Dual luciferase reporter assay was applied for the detection of the targeting relationship between LINC00094 and
miR-19b. Results The expression of LINC00094 was low in lung cancer tissues. After overexpression of LINC00094, the cell
survival rate was significantly decreased, cell apoptosis was notably increased, and the number of cell migration and invasion
was significantly decreased (P<0.05), which were accompanied with the changes of expression levels of related proteins (P<
0.05). LINC00094 targeted to regulate the expression of miR—19b, and overexpression of miR—19b reversed the effects of
LINC00094 on the proliferation, apoptosis, migration and invasion of A549 cells. Conclusion LINC00094 inhibits the

survival, migration and invasion of A549 cells through suppressing miR—19b expression in a targeted manner.
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Fig. 1 Expression of LINCO0094 in paracancerous tissue and

lung cancer tissue
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Note: (A) Complementary sequences of LINC00094 and miR-19b; (B) Detection of luciferase activity; (C) Detection of LINC00094 expression;
(D) LINC00094 regulates the expression of miR—19b. Compared with the miR-NC group, "P<0.05; Compared with the pcDNA3.1 group, *P<0.05; Com-

pared with the si—-NC group, “P<0.05.
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Fig. 2 LINC00094 targets and regulates the expression of miR—19b
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Note: (A) LINCO0094 expression after overexpression treatment; (B) Expression of miR—19b after overexpression treatment. Compared with the

peDNA3.1 group, "P<0.05; Compared with the miR-NC group, *P<0.05.

3 LINCO0094 f# miR—19b # % ik
Fig. 3 The expression of LINC00094 and miR-19b
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Note: Compared with pcDNA3.1 group, “P<0.05; Compared with
pcDNA3.1-LINC00094+miR-NC group, *P<0.05.
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Fig. 4 Comparison of the survival rate of A549 cells between

groups
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Fig. 5 Comparison of the apoptosis rate of A549 cells between groups
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Fig. 6 Comparison of the migration and invasion ability of A549 cells between groups
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Fig. 7 Comparison of the expressions of proteins in A549 cells between groups
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