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Abstract: Objective To explore the expression and significance of G protein—coupled receptors 87 (GPR87) in
non—small cell lung cancer (NSCLC). Methods The differences in the expressions of GPR87 mRNA between NSCLC and
normal lung tissues were compared through The Cancer Genome Atlas (TCGA) and Genotype—Tissue Expression (GTEx) da-
tabases by Gene Expression Profiling Interactive Analysis (GEPIA). The relationships of GPR87 gene expression with the
TNM stage and overall survival (OS) of patients were further analyzed. Then proteins that interacted with GPR87 were ana-
lyzed by using the String database. Results The expression levels of GPR87 mRNA were significantly increased in lung ad-
enocarcinoma (LUAD) and lung squamous cell carcinoma (LUSC) tissues, as compared with that in normal lung tissues (P<
0.01). The up—regulation of GPR87 mRNA tended to be associated with the advanced stage of patients, but without statisti-
cal significance. In TCGA database, the OS of LUAD patients with high expression of GPR87 mRNA was significantly short-
er than that of LUAD patients with low expression of GPR87 mRNA (P=0.006 5), which was further verified in Kaplan—Mei-
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er Plotter database (P=0.029). However, in the TCGA database, the OS of LUSC patients with high expression of GPR87
mRNA was significantly longer than that of LUSC patients with low expression of GPR87 mRNA (P=0.036), but such differ-
ence was not statistically significant in Kaplan—Meier Plotter database (P=0.35). String database showed that LPAR1, LP-
AR2, LPAR3, SCIN, OR56A3, OR52W1, OR52L1, OR56B4, OR56A1, OR52B2 had obvious interaction with GRP87.
Conclusion Based on the data mining in the gene databases, GPR87 mRNA was highly expressed in NSCLC tissue and

closely associated with the poor prognosis of LUAD patients. GPR87 may be a potential molecular marker for LUAD.
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Fig. 1 Expression of GPR87 mRNA in LUAD, LUSC and normal
lung tissues ("P<0. 01)
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Fig. 3 Kaplan—Meier Plotter analysis of GPR87 expression and overall survival of patients
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